The title compound, I, is a thiourea derivative of dibenzylamine analogous to our previous reported, 1,1-sibenzyl-3-(3chlorobenzoyl)thiourea, II (Nasir et al. 2011). The molecule maintains the the same trans and cis conformation for both the 3-fluorobenzoyl and the dibenzylamine groups, respectively, relative to the S atom across the N2-C8 bond (Fig 1) . The dihedral angle between the phenyl ring, (C1-C6), and the thiourea fragment, (S1/N1/N2/C8) is 70.95 (13)° , whereas in II was 72.9 (2)°. The bond lengths and angles in the molecules are in normal ranges (Allen et al., 1987) and comparable with those of II. However, the C=S bond length [1.678 (2)Å] is slightly longer than that of (II) [1.672 (6)Å]
In the title compound, C 22 H 19 FN 2 OS, the 2-fluorobenzoyl group adopts a trans conformation with respect to the thiono S atom across the N-C bond. In the crystal, intermolecular N-HÁ Á ÁS, C-HÁ Á ÁS and C-HÁ Á ÁO hydrogen bonds link the molecules, forming a two-dimensional network parallel to (101).
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